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influence of minimum score on signal peptide recognition 
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BamHI 2772 Ctal 2666 



Plaernld name: pE06dpc2 
Plasmid size: 5374 bp 

Comments/References: pED6dpc2 Is derived from pED6dpc1 by Insertion of a new 
polyUnker to facilitate cONA cloning. SST cONAs ere cloned between Ecofll and Notl. 
pED vectors are described fn Kaufman el al.(1091), NAR 19: 4485-4490. 
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Description of Transcription Factor Binding Sites present on promoters 
isolated from SignalTag sequences 

Promoter sequence P13H2 (546 bp): 
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Promoter sequence P15B4 (861 bp) : 
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Promoter sequence P29B6 (555 bp) : 
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